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Project Synopsis

Feral pigs are a significant vertebrate pest to agriculture and ecosystem integrity. The
potential spread of exotic diseases poses an enormous threat to Australia’s economy.
A lack of data on immigration/emigration, reinvasion, social contact between groups,
dispersal (particularly large-scale movement), mating system and epidemiology of
other zoonotic pathogens carried by pigs are major obstacles to achieving an
understanding of the rate of potential exotic disease transmission.

This project utilised a new approach to understand the dynamics of feral pigs by
exploiting contemporary molecular data to understand the role that feral pigs at low
density could contribute to disease spread. More specifically, the project focused on;

1. Determining pig density in a semi-arid area using aerial surveys

2. Determining the cost effectiveness of aerial shooting and annual population
recovery at low density(>0.1 kmz2)

3. Genetically determining emigration/immigration rates

4. Ascertaining demographic (sex and age), geographic (from where, through
obtaining feral pig samples surrounding the shoot area), and genetic information
on re-invading feral pigs

5. Ascertaining whether disease transmission could occur at low feral pig densities

6. Predicting the minimum area to be controlled in a disease outbreak and the likely
costs, and

7. Determining the untested model assumptions of density and contact rate in a ‘best-
case-scenario’(low density, drought affected, regularly managed) area.
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